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jtFormatter
• Pre-processing of attributes
• Processing of intrinsic attributes
• Processing of contextual and global extrinsic attributes
• Generation of data set

tasks
• Sub-pakages that implement several classifiers

attribs
• Common pre-defined attributes
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Selected Attributes

Best Run Results

Unigrams
Bigrams
Trigrams

Global extrinsic

Attribute NameAttribute type

5140 / 18510 / 10224

0.723F-measure

0.952Recall

0.583Precision

Adaboost with Naïve Bayes
Nº of unigrams/bigrams/trigrams

Ranking of Attributes
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Contextual extrinsic
The information is obtained from the processed example, 
but also from other examples that have a strong relation 

with it

Global extrinsic
The information comes from all the examples in the set

Intrinsic
Information used to compute the attribute comes only

from the same example

Taxonomy of Attribute Types
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